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the major elements and requirements of systems biology

(10.1093/ndt/gfq033)
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systems biology in the study of human diseases

(10.1016/j.tibtech.2008.07.008)
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the generation of proteome catalogs

(10.1016/j.jprot.2009.12.007)
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integration of multiple layers of data

(10.1038/nature08537)
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model signalling system

(10.1016/j.crvi.2009.09.002)
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Protein interaction networks from difierent cellular status
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the current budding-yeast interaction network

(NATURE 460(16)
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The apoptosis network

(10.1016/j.tibs.2010.04.008)
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platform for analysis of the apoptosis network

(10.1016/j.tibs.2010.04.008)

http://cmbi.bjmu.edu.cn/news2/report/2010/sb.html[2012/11/18 14:49:34]



Administrator
Highlight

Administrator
Highlight


PARIIESE S5 V8| WHONS P sk | RS D A

(a) Single or double RNAI-
based perturbations

Quantitative luciferase assay

* Measuring the cell death performance upon single
(W,, W,..) or double perturbations (W,,)

= Calculating fitness values (e,= W,, - W,x W,} of the

genetic interactions between gene pairs

Death Input
(etoposide) P

Pathway discovery

Applying computation methaods
for novel pathway discovery

{b) (i) Death input: etoposide (i) Death input: etoposide

Stem cell regulatory networks

(10.1038/nrm2766)
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apoptosis systems biology approach to cancer

(10.1016/j.molonc.2008.11.003)

http://cmbi.bjmu.edu.cn/news2/report/2010/sb.html[2012/11/18 14:49:34]


Administrator
Highlight

Administrator
Highlight


ST —— BB AU R R G M B A BT BT

Signal transduction pathway

Genome Apoptosis Non-apoptotic death
Mathematical models Transcriptome
of lethal pathways Proteome /
. Disease Normal cells
A —

High-throughput methods for the

Clinical samples experimental
exploration of death pathways

Algorithms to predict
apoptosis
sensitivity/resistance

Human cells &

I Model organisms
Clinical samples

Biostatistical
analysis

—

Integration of knowledge
APO-SYS on calculated pathways for the
o T optimal interpretation of clinical data

Sl 1

Optimal diagnostic and prognostic performance
Identification of possible therapeutic targets

Systems biology represents a powerful and comprehensive paradigm (immunology)

(10.1016/j.it.2009.03.009)
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Network-based visualization and analysis (immunology)

(10.1016/j.it.2009.03.009)

Fositive FeguIalon af JMK cascade
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computational neuroscience
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(10.1038/nrn2807)

Name
PKA
CAMKZ
PKC
MAPK
MEK
PP2B
PP1
PP2A

15365
15327
29835
72395
12859
57890
124153
358912

Quantity
1.2pM
20uh
25uM
Sph
4um
SuM
23uM
1.5uM

http://cmbi.bjmu.edu.cn/news2/report/2010/sb.html[2012/11/18 14:49:34]

Systems biology of Alzheimer's disease

(10.1016/j.tins.2008.10.003)
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network Vascular Calcification

(TCM 2009;19:118-123)



Administrator
Highlight

Administrator
Highlight


ST —— BB AU R R G M B A BT BT

Pancreas

RANKL/OPG
fcal, [Pi]
. Fetuin-A
insulin FGF23 IGF, LDL

Immune

Vitamin D

(Ca}, [Pi]

Adiponecti
\ponectin |1,25{0H),D,

[Caj

Aldosterone

Testosterone
Estrogen

Vessel Wall

Hypothetical scheme for the systems biology approach to thrombosis

(Blood Coagulation and Fibrinolysis 2007, 18:215-217)
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Visualization of metabolic pathways and profile data

(10.1038/NmETH.1436)
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